We present the frequency distributions of 13 Y-specific STR polymorphisms (DYS19, DXYS156, DYS385, DYS389 I and II, DYS390, DYS391, DYS392, DYS393, DYS437, DYS438, DYS439 and YCAII) and the frequency of the combination of these haplotypes in Vietnamese males. D
Introduction
One of the priorities of Y-chromosome STRs studies is to conduct population studies for the compilation of population databases which are as large as possible, include as many markers and from as many different populations as possible. In this study, we present frequency distributions of 13 Y-STR polymorphisms and frequencies of haplotypes in a Vietnamese population. 
Materials and methods

DNA
Results and discussion
The allele frequencies are shown in Fig. 1 . In 119 Vietnamese samples, 113 different haplotypes were observed, of which 107 haplotypes were unique and the others were shared by two persons. For an informative core set of 8 Y-linked STRs constantly updated in Europe (minimal haplotype DYS19, DYS385, DYS389 I and II, DYS390, DYS391, DYS392, DYS393), 107 different haplotypes were detected and further inclusion of YCAII (extended haplotype) yielded 108 different ones.
Comparing the haplotype data to other population data, we could find neither a match between Vietnamese and Syrian (n = 113) nor between Vietnamese and German (n = 268) data.
Interestingly, one of the Vietnamese haplotypes matched to an entry in the European Y-STR Database (n = 2322).
Diversities of the individual loci ranged from 0.33 (DYS438) to 0.95 (DYS385) and the haplotype diversity was 0.99. For the extremely polymorphic DYS385, the allele 13/18 was most commonly found in 11.7% of Vietnamese samples, whereas the allele 11/14 was most common in the Germans (33.2%, data not shown).
